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Online Resources

Lecture Resources:

Power Point Slides: ftp://ftp.ncbi.nih.gov/pub/cooper/Oreilly/

Glossary: http://www.ncbi.nlm.nih.gov/Class/FieldGuide/glossary.html

Database notes: ftp://ftp.ncbi.nih.gov/pub/cooper/FieldGuide/databases.pdf
NCBI Training:

Field Guide: http://www.ncbi.nlm.nih.gov/Class/FieldGuide/
General:

NCBI Homepage: http://www.ncbi.nlm.nih.gov

Site Map: http://www.ncbi.nlm.nih.gov/Sitemap/index.html

About NCBI: http://www.ncbi.nlm.nih.gov/About/

NCBI News: http://www.ncbi.nlm.nih.gov/About/newsletter.html

NCBI Handbook:

http://www.ncbi.nlm.nih.gov/books/bv.fcgi?call=bv.View..ShowTOC&rid=handbook.TOC&depth=2

GenBank:

GenBank
Release Notes: ftp://ftp.ncbi.nih.gov/genbank/gbrel.txt

Collaborating Nucleotide Databases:

EMBL: http://www.ebi.ac.uk/

DDBJ: http://www.ddbj.nig.ac.jp/

Entrez:

Entrez: http://www.ncbi.nlm.nih.gov/Entrez/
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BLAST:
BLAST Main Page: http://www.ncbi.nIm.nih.qov/BLAST/
BLAST statistics: http://www.ncbi.nlm.nih.gov/BLAST/tutorial/Altschul-1.html
Frequently Asked
Questions: http://www.nchi.nlm.nih.qgov/BLAST/blast FAQs.html
BLAST Guide: http://www.ncbi.nlm.nih.gov/BLAST/producttable.html
BLAST Clients, Executables
and Databases: ftp://ftp.nchbi.nih.gov/blast/
NCBI Source Code: ftp://ftp.nchbi.nih.gov/toolbox/nchbi_tools/

NCBI Structures:

Structure Homepage: http://www.ncbi.nlm.nih.gov/Structure/

Cn3D tutorial: http://www.ncbi.nlm.nih.gov/Structure/CN3D/cn3dtut.html
CDD Search: http://www.ncbi.nIm.nih.gov/Structure/cdd/wrpsb.cgi

CDart: http://www.ncbi.nlm.nih.gov/Structure/lexington/lexington.cgi?cmd=rps

Genomic Resources:

Entrez

Genomes: http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=Genome
Genomic

Biology: http://www.ncbi.nIm.nih.gov/Genomes/

Human Genome

Resources: http://www.ncbi.nlm.nih.gov/genome/guide/human/

Map Viewer http://www.ncbi.nlm.nih.gov/mapview/static/MVstart.html
LocusLink: http://www.ncbi.nlm.nih.gov/LocusLink/

UniGene: http://www.ncbi.nIm.nih.gov/entrez/query.fcgi?db=unigene

Human Genome
Sequencing: http://www.ncbi.nlm.nih.gov/genome/seq/

Human Genome

BLAST: http://www.ncbi.nlm.nih.gov/genome/seqg/HsBlast.html
Spidey: http://www.ncbi.nlm.nih.gov/IEB/Research/Ostell/Spidey/
ePCR (UniSTS): http://www.ncbi.nlm.nih.gov/genome/sts/epcr.cgi
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Mouse Genome
Resources: http://www.ncbi.nlm.nih.gov/genome/quide/mouse/

Discontiguous
Megablast: http://www.ncbi.nlm.nih.gov/blast/tracemb.html

Mouse Genome
BLAST: http://www.ncbi.nlm.nih.gov/genome/seg/MmBlast.html

Other Databases:

SWISS-PROT http://us.expasy.org/sprot/

PIR http://pir.georgetown.edu/pirwww/pirhome.shtm|
PDB http://www.rcsb.org/pdb/

PRF http://www.prf.or.jp/en/

Email addresses:

General Help info@ncbi.nim.nih.gov

BLAST blast-help@ncbi.nim.nih.gov
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